SEQUENCE LISTING 

<110> Charles, Andrew David 
Brennand, John Charles 
Hart, Kevin Anthony 

<12 0> Novel Compound 

<130> 1991-221 

<140> 10/627,633 
<141> 2003-07-28 

<150> 09/722,342 
<151> 2000-11-28 

<150> 60/172,146 
<151> 1999-12-17 

<160> 6 

<170> Patentln version 3.2 

<210> 1 

<211> 1834 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ccccgggctg caggaattcc agcagatcct tcagttggtg 
cagatttgag atccctaata ttctgtgtac cctgatgagt 
gtaggaagct cggtatgact aagggtcaag agaaggttga 
gagatgctgc tgaaacagct cctaaaatga aaacaaagtt 
atagtagtta tgttttcctg ccaacgctca agtcctacac 
gtcaaataag atcgttagcc tgagtaatca taaccaatct 
gaggcctcat tcttcttttc cccaaccaga attaagagaa 
gctcacagaa tggataacag caagccacat ttgattattc 
caaaaccgca gctgcactga aacagccaca cctctgccaa 
agtgaggagc acagttggat gagcaaccaa acagaccttc 
gaagtggcca cagccagcat cttctttggg attctgtggt 
tccctggttt gtttggtcat ccataggagt aggaggactc 
gtggtctcca tggcatgtgc tgaccttctc atcagcgttg 




gtaacaccct 
gaaggggaac 
ggccagagag 
ggggccacaa 
aaatgacaat 
gtatgacacc 
aaaaagtgaa 
ctacacttct 
gccaatacct 
actatgtgct 
tgttttctat 
agtctaccac 
ccagcacgcc 



taccatgagc 


60 


aaggatatgt 


120 


agcctgagct 


180 


ttttttctgg 


240 


caatgtaaat 


300 


tttttaacag 


360 


tatggttttt 


420 


ggtgcccctc 


480 


gatggaatta 


540 


gaaacccggg 


600 


cttcggcaat 


660 


caactacttt 


720 


tttcgtcctg 


780 



ctccagttca 


ccactggaag 


gtggacgctg 


ggtagtgcaa 


cgtgcaaggt 


tgtgcgatat 


840 


tttcaatatc 


tcactccagg 


tgtccagatc 


tacgttctcc 


tctccatctg 


catagaccgg 


900 


ttctacacca 


tcgtctatcc 


tctgagcttc 


aaggtgtcca 


gagaaaaagc 


caagaaaatg 


960 


attgcggcat 


cgtggatctt 


tgatgcaggc 


tttgtgaccc 


ctgtgctctt 


tttctatggc 


1020 


tccaactggg 


acagtcattg 


taactatttc 


ctcccctcct 


cttgggaagg 


cactgcctac 


1080 


actgtcatcc 


acttcttggt 


gggctttgtg 


attccatctg 


tcctcataat 


tttattttac 


1140 


caaaaggtca 


taaaatatat 


ttggagaata 


ggcacagatg 


gccgaacggt 


gaggaggaca 


1200 


atgaacattg 


tccctcggac 


aaaagtgaaa 


actatcaaga 


tgttcctcat 


tttaaatctg 


1260 


ttgtttttgc 


tctcctggct 


gccttttcat 


gtagctcagc 


tatggcaccc 


ccatgaacaa 


1320 


gactataaga 


aaagttccct 


tgttttcaca 


gctatcacat 


ggatatcctt 


tagttcttca 


1380 


gcctctaaac 


ctactctgta 


ttcaatttat 


aatgccaatt 


ttcggagagg 


gatgaaagag 


1440 


actttttgca 


tgtcctctat 


gaaatgttac 


cgaagcaatg 


cctatactat 


cacaacaagt 


1500 


tcaaggatgg 


ccaaaaaaaa 


ctacgttggc 


atttcagaaa 


tcccttccat 


ggccaaaact 


1560 


attaccaaag 


actcgatcta 


tgactcattt 


gacagagaag 


ccaaggaaaa 


aaagcttgct 


1620 


tggcccatta 


actcaaatcc 


accaaatact 


tttgtctaag 


ttctcattct 


ttcaattgtt 


1680 


atgcaccaga 


gattaaaaag 


ctttaactat 


aaaaacagaa 


gctatttaca 


tatttgtttt 


1740 


cactcaactt 


tccaagggaa 


atgttttatt 


ttgtaaaatg 


cattcatttg 


tttactgtag 


1800 


tttttgtggg 


ttttattttt 


acttgctttt 


tatg 






1834 



<210> 2 

<211> 415 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Val Phe Ala His Arg Met Asp Asn Ser Lys Pro His Leu lie lie 
15 10 15 

Pro Thr Leu Leu Val Pro Leu Gin Asn Arg Ser Cys Thr Glu Thr Ala 
20 25 30 

Thr Pro Leu Pro Ser Gin Tyr Leu Met Glu Leu Ser Glu Glu His Ser 
35 40 45 



2 



Trp Met Ser Asn Gin Thr Asp Leu His Tyr Val Leu Lys Pro Gly Glu 
50 55 60 



Val Ala Thr Ala Ser He Phe Phe Gly He Leu Trp Leu Phe Ser He 
65 70 75 80 

Phe Gly Asn Ser Leu Val Cys Leu Val He His Arg Ser Arg Arg Thr 
85 90 95 



Gin Ser Thr Thr Asn Tyr Phe Val Val Ser Met Ala Cys Ala Asp Leu 
100 105 HO 

Leu He Ser Val Ala Ser Thr Pro Phe Val Leu Leu Gin Phe Thr Thr 
115 120 125 

Gly Arg Trp Thr Leu Gly Ser Ala Thr Cys Lys Val Val Arg Tyr Phe 
130 135 140 

Gin Tyr Leu Thr Pro Gly Val Gin He Tyr Val Leu Leu Ser He Cys 
145 150 155 160 



He Asp Arg Phe Tyr Thr He Val Tyr Pro Leu Ser Phe Lys Val Ser 
165 170 175 



Arg Glu Lys Ala Lys Lys Met He Ala Ala Ser Trp He Phe Asp Ala 
180 185 190 



Gly Phe Val Thr Pro Val Leu Phe Phe Tyr Gly Ser Asn Trp Asp Ser 
195 200 205 



His Cys Asn Tyr Phe Leu Pro Ser Ser Trp Glu Gly Thr Ala Tyr Thr 
210 215 220 



Val He His Phe Leu Val Gly Phe Val He Pro Ser Val Leu He He 

225 230 235 240 

Leu Phe Tyr Gin Lys Val He Lys Tyr He Trp Arg He Gly Thr Asp 

245 250 255 

Gly Arg Thr Val Arg Arg Thr Met Asn He Val Pro Arg Thr Lys Val 

260 ~ 265 270 



3 



Lys Thr lie Lys Met Phe Leu lie Leu Asn Leu Leu Phe Leu Leu Ser 
275 ~ 280 285 



Trp Leu Pro Phe His Val Ala Gin Leu Trp His Pro His Glu Gin Asp 
290 295 300 



Tyr Lys Lys Ser Ser Leu Val Phe Thr Ala lie Thr Trp lie Ser Phe 
305 310 315 320 



Ser Ser Ser Ala Ser Lys Pro Thr Leu Tyr Ser He Tyr Asn Ala Asn 
325 330 335 



Phe Arg Arg Gly Met Lys Glu Thr Phe Cys Met Ser Ser Met* Lys Cys 
340 345 350 



Tyr Arg Ser Asn Ala Tyr Thr He Thr Thr Ser Ser Arg Met Ala Lys 
355 360 365 

Lys Asn Tyr Val Gly He Ser Glu He Pro Ser Met Ala Lys Thr He 
370 375 380 



Thr Lys Asp Ser He Tyr Asp Ser Phe Asp Arg Glu Ala Lys Glu Lys 
385 390 395 400 

Lys Leu Ala Trp Pro He Asn Ser Asn Pro Pro Asn Thr Phe Val 
405 410 415 



<210> 3 

<211> 1376 

<212> DNA 

<213> Mus musculus 

<400> 3 

tggctcatgg catcctccaa agtcctgtct gcgagttgtt cctgaccaag aaaacccgcg 60 

gagcctgact ctgaaatcca gtcccgatga agaatggata acgaccagcc gcctgtggtg 12 0 

actgccaccc tgctggtgcc ccttcagaac ggcagctgcg cggaagcagc tgaggccctg 180 

ctgccccatg gcctgatggg attgcatgag gagcacagct ggatgagcaa caggacagag 240 

cttcagtacg agctgaaccc tggagaggtg gccaccgcca gcatcttctt tggcgctttg 300 

tggttgttct ccatctttgg caattccctg gtatgtctgg tcatccaccg gagccggagg 360 



4 



actcagtcca 


ccaccaacta 


cttcgtggtg 


tccatggcgt 


gtgctgacct 


i — *— -~ 4— ^ 

CCuCatCayC 


ftZU 


gtggccagca 


cgccgtttgt 


cgtgctgcag 


ttcaccaccg 


ggaggtggac 


cctgyy tayc 


*± o u 


gccatgtgca 


aggtggtccg 


ctacttccag 


tacctcaccc 


ccggcgtgca 


r*r o I - /"» 4— o z" 1 4~ /"y 

gacccacy cy 


-) f± u 


ctgctctcca 


tctgcatcga 


ccgcttctat 


accatcgtct 


acccgccgag 


c uucaayy uy 


U vj W 


tcccgagaga 


aggccaagaa 


aatgattgca 


gcctcctgga 


tcttggacgc 


ggcc CLCy ty 


ODU 


acgcctgtct 


tctttttcta 


cggctctaac 


tgggatagtc 


actgtaacua 




7? 0 


ccctcctggg 


agggaactgc 


ctataccgtc 


atccacttct 


tggtgggcnt: 




780 


tccatcctca 


taatcctgtt 


ttaccagaag 


gtcataaagt 


atatctggag 


aa uaggcacy 


840 

O *at \J 


gacgggcgga 


cgctgagaag 


gacgatgaac 


attgtcccca 


ggacaaaggt 


gaaaacggcc 


q o o 

-7 U VJ 


aagatgttcc 


tgctcttgaa 


cctagtgttc 


ctgttctcct 


ggctacc t.t t 


c c a c gn ggc u 


q n 


cagctctggc 


atccccatga 


gcaagactac 


aagaagagct 


cccttgtc tt 


cacyycay lc 


J. U VJ 


acgtgggtat 


ctttcagctc 


ttcagcctcg 


aaacccactc 


tgtactctat 


t- 4- o 1- a a f" f~* 


J_ \J o U 


aattttcgga 


gagggatgaa 


agagacattc 


tgcatgtcct 


cgatgaaatg 


c uaccycay c 




aatgcctaca 


ccatcacgac 


cagctcgcgg 


atggccaaaa 


gaaactatgt 


gggcatttcg 


1200 


gaaatccctc 


ccgtgagcag 


gaccataacc 


aaagactcca 


tctatgactc 


atttgaccgg 


1260 


gaggccaggg 


agaagaagct 


cgcctggccc 


atcaactcaa 


accctccaaa 


cacttttgtc 


1320 


tgatttctaa 


gaagtctttc 


actgttatgt 


gccagagatt 


aaaaagcttt 


cactat 


1376 



<210> 4 

<211> 409 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Asp Asn Asp Gin Pro Pro Val Val Thr Ala Thr Leu Leu Val Pro 
! 5 10 15 

Leu Gin Asn Gly Ser Cys Ala Glu Ala Ala Glu Ala Leu Leu Pro His 
20 25 30 

Gly Leu Met Gly Leu His Glu Glu His Ser Trp Met Ser Asn Arg Thr 
35 ~ 40 45 
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Glu Leu Gin Tyr Glu Leu Asn Pro Gly Glu Val Ala Thr Ala Ser lie 
50 55 60 



Phe Phe Gly Ala Leu Trp Leu Phe Ser lie Phe Gly Asn Ser Leu Val 
65 70 75 80 



Cys Leu Val lie His Arg Ser Arg Arg Thr Gin Ser Thr Thr Asn Tyr 
85 90 95 



Phe Val Val Ser Met Ala Cys Ala Asp Leu Leu lie Ser Val Ala Ser 
100 105 110 



Thr Pro Phe Val Val Leu Gin Phe Thr Thr Gly Arg Trp Thr Leu Gly 
115 120 125 



Ser Ala "Met Cys Lys Val Val Arg Tyr Phe Gin Tyr Leu Thr Pro Gly 
130 135 140 



Val Gin lie Tyr Val Leu Leu Ser lie Cys lie Asp Arg Phe Tyr Thr 
145 150 155' 160 



lie Val Tyr Pro Leu Ser Phe Lys Val Ser Arg Glu Lys Ala Lys Lys 
165 170 175 



Met lie Ala Ala Ser Trp lie Leu Asp Ala Ala Phe Val Thr Pro Val 
180 185 190 



Phe Phe Phe Tyr Gly Ser Asn Trp Asp Ser His Cys Asn Tyr Phe Leu 
195 200 205 



Pro Pro Ser Trp Glu Gly Thr Ala Tyr Thr Val lie His Phe Leu Val 
210 215 220 



Gly Phe Val lie Pro Ser lie Leu lie lie Leu Phe Tyr Gin Lys Val 
225 230 235 240 



lie Lys Tyr lie Trp Arg lie Gly Thr Asp Gly Arg Thr Leu Arg Arg 
245 250 255 



Thr Met Asn lie Val Pro Arg Thr Lys Val Lys Thr Val Lys Met Phe 
260 265 270 

f 



6 



Leu Leu Leu Asn Leu Val Phe Leu Phe Ser Trp Leu Pro Phe His Val 
275 280 285 



Ala Gin Leu Trp His Pro His Glu Gin Asp Tyr Lys Lys Ser Ser Leu 
290 295 300 



Val Phe Thr Ala Val Thr Trp Val Ser Phe Ser Ser Ser Ala Ser Lys 
305 310 315 320 



Pro Thr Leu Tyr Ser lie Tyr Asn Ala Asn Phe Arg Arg Gly Met Lys 
325 330 335 



Glu Thr Phe Cys Met Ser Ser Met Lys Cys Tyr Arg Ser Asn Ala Tyr 
340 345 350 



Thr lie Thr Thr Ser Ser Arg Met Ala Lys Arg Asn Tyr Val Gly lie 
355 360 365 



Ser Glu lie Pro Pro Val Ser Arg Thr lie Thr Lys Asp Ser lie Tyr 
370 375 380 



Asp Ser Phe Asp Arg Glu Ala Arg Glu Lys Lys Leu Ala Trp Pro lie 
385 390 395 400 



Asn Ser Asn Pro Pro Asn Thr Phe Val 
405 



<210> 
<211> 
<212> 
<213> 


5 

1058 
DNA 

Rattus norvegicus 










<400> 5 
tggaattaag 


tgaggagcac 


agctggatga 


gcaacaggac 


agaccttcag 


tacgagctga 


60 


accccggaga 


ggtggccaca 


gccagcattt 


tctttggcgc 


tttgtggttg 


ttctctatct 


120 


ttggcaattc 


ccttgtgtgt 


ctggtcatcc 


ataggagccg 


gaggactcag 


tccaccacca 


180 


actaccttgt 


ggtctccatg 


gcgtgtgctg 


accttctcat 


cagtgtggcc 


agcacaccgt 


240 


ttgtcgtgct 


gcagttcact 


accgggaggt 


ggaccctcgg 


gagcgccatg 


tgcaaggtgg 


300 


tccgctactt 


ccagtatctc 


accccaggcg 


tccagatcta 


cgtgctgctc 


tccatctgca 


360 



7 



tagaccgctt 


ctacaccatc 


gtctaccctc 


tgagcttcaa 


ggtgtccaga 


gaaaaggcca 


420 


agagaatgat 


cgcagcctcc 


tggatcttgg 


acgcagcctt 


cgtgacgcct 


gtcttctttt 


480 


tctacggctc 


taactgggat 


agccactgta 


actacttcct 


cccaccctcc 


tgggagggaa 


540 


4 ctgcctatac 


tgttatccac 


ttcttggtgg 


gctttgtgat 


tccctctgtc 


ctcataatcc 


600 


tgttttacca 


gaaagtcata 


aagtatatct 


ggagaatagg 


cacggacggg 


cggaccctga 


660 


ggaggacaat 


gaacattgtc 


cccaggacca 


aggtgaagac 


ggtcaagatg 


tttctgctct 


720 


tcaaccttgt 


gttcctgttc 


tcctggctgc 


ctttccatgt 


ggctcagctc 


tggcatcccc 


780 


atgagcaaga 


gtacaggaag 


agctcccttg 


ttttcacagc 


agtcacgtgg 


gtgtctttca 


840 


gctcttcggc 


ctctaaaccc 


actctgtact 


ctatttataa 


cgccaatttt 


cggagaggga 


900 


tgaaagagac 


tttctgcatg 


tcctcaatga 


aatgttaccg 


cagcaatgcc 


tacaccatca 


960 


cgaccagttc 


aaggatggcc 


aaaagaaact 


atgtgggcat 


ttcggaaatc 


cctcccgtga 


1020 


gcaggacgat 


aaccaaagac 


tcgatctatg 


actcatta 






1058 



<210> 6 
<211> 352 
<212> PRT 

<213> Rattus norvegicus 
<400> 6 

Glu Leu Ser Glu Glu His Ser Trp Met Ser Asn Arg Thr Asp Leu Gin 
15 10 15 

Tyr Glu Leu Asn Pro Gly Glu Val Ala Thr Ala Ser lie Phe Phe Gly 
20 25 30 

Ala Leu Trp Leu Phe Ser lie Phe Gly Asn Ser Leu Val Cys Leu Val 
35 40 45 

lie His Arg Ser Arg Arg Thr Gin Ser Thr Thr Asn Tyr Leu Val Val 
50 55 60 

Ser Met Ala Cys Ala Asp Leu Leu He Ser Val Ala Ser Thr Pro Phe 
65 70 75 80 

Val Val Leu Gin Phe Thr Thr Gly Arg Trp Thr Leu Gly Ser Ala Met 
85 90 95 



8 



\ 



Cys Lys Val Val Arg Tyr Phe Gin Tyr Leu Thr Pro Gly Val Gin lie 
100 105 110 

Tyr Val Leu Leu Ser He Cys He Asp Arg Phe Tyr Thr He Val Tyr 
115 120 125 

Pro Leu Ser Phe Lys Val Ser Arg Glu Lys Ala Lys Arg Met He Ala 
130 135 140 

Ala Ser Trp He Leu Asp Ala Ala Phe Val Thr Pro Val Phe Phe Phe 
145 150 155 160 

Tvr Gly Ser Asn Trp Asp Ser His Cys Asn Tyr Phe Leu Pro Pro Ser 
165 170 175 



Trp Glu Gly Thr Ala Tyr Thr Val He His Phe Leu Val Gly Phe Val 
180 185 190 



lie Pro Ser Val Leu He He Leu Phe Tyr Gin Lys Val He Lys Tyr 
195 200 205 

He Trp Arg He Gly Thr Asp Gly Arg Thr Leu Arg Arg Thr Met Asn 
210 " 215 220 

He Val Pro Arg Thr Lys Val Lys Thr Val Lys Met Phe Leu Leu Phe 
225 230 235 240 

Asn Leu Val Phe Leu Phe Ser Trp Leu Pro Phe His Val Ala Gin Leu 
245 250 255 

Trp His Pro His Glu Gin Glu Tyr Arg Lys Ser Ser Leu Val Phe Thr 
260 265 270 

Ala Val Thr Trp Val Ser Phe Ser Ser Ser Ala Ser Lys Pro Thr Leu 
275 280 285 

Tyr Ser He Tyr Asn Ala Asn Phe Arg Arg Gly Met Lys Glu Thr Phe 
290 295 300 

Cys Met Ser Ser Met Lys Cys Tyr Arg Ser Asn Ala Tyr Thr He Thr 
305 310 315 320 
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Thr Ser Ser Arg Met Ala Lys Arg Asn Tyr Val Gly lie Ser Glu lie 
325 330 335 



Pro Pro Val Ser Arg Thr lie Thr Lys Asp Ser lie Tyr Asp Ser Leu 
340 345 350 



10 



